have already been reported in this region [20] . Tenkodogo, a town located in the province of 1 0 8
Boulgou and the Central-Eastern region of Burkina Faso, was used as a negative control region 1 0 9 free of Buruli ulcer. Additionally, in this region, farmers working near two dams in rice and 1 1 0 vegetable cultures were swabbed (the lower legs of the farmers were cleaned with water and then 1 1 1 swabbed with sterile swabs (Deltalab, Barcelona, Spain) containing 1 mL of sterile 0.9% sodium 1 1 2 chloride solution, the swabbed parts did not contain any visible lesions.). A total of 104 farmers 1 1 3 were sampled, 52 farmers in each region. In Sindou region, the average age was 37 years, 30 1 1 4 females and 22 males. In Tenkodogo region the male/female ratio was 27/25 respectively with an 1 1 5 average age of 20 years. One sample was taken per individual. BioRobot EZ1, according to the manufacturer's instructions (Qiagen, Hilden, Germany). To 1 2 0 assess PCR inhibition, 10 µL of an external control was added to 190 µL of sample volume as dilutions of up to 10 -8 were made to generate a calibration curve for each system. Two reactional 1 3 0 mixes were incorporated into each PCR run as negative controls. Samples were considered 1 3 1 positive when the KR-B gene was detected with Ct < 40 cycles, and at least one of the two PCRs 1 3 2 of the insertion sequence gave Ct < 40 cycles and KR-B was detected with Ct < 40 cycles. France). One blood agar plate was incubated aerobically, and the second was anaerobically incubated at 1 3 9 37°C for 72 hours. After incubation, each colony presenting a unique morphology was sub-cultured onto and incubated under the same conditions. The six PCR-negative samples (negative controls) were treated 1 4 6 using the same protocol. alpha-cyano-4-hydroxycinnamic acid in 50% acetonitrile and 2.5% trifluoroacetic acid) was 1 5 3 added to each spot and allowed to dry for 5 mins and then analysed by Microflex spectrometer 1 5 4 (Bruker Daltonics) using the software MALDI BioTyper 3.0 (Bruker Daltonics). For the 1 5 5
identification of fungi, each colony was incubated in 1 mL of 70% ethanol for 10 min and then 1 5 6 centrifuged at 1,300 g for 5 min. The pellet was treated with 20 μ L of acetonitrile and formic acid 1 5 7
(v.v) at 100% and 70%, respectively. This mixture was then centrifuged at 1300 g for 5 min, and 1 5 8
1.5 μ L of the supernatant was deposited on a MALDI-TOF-MS target and allowed to dry before 1 5 9
1.5 μ L of matrix was deposited on each spot, allowed to dry for 5 min and then analysed by par
Microflex spectrometer (Bruker Daltonics) using the software MALDI BioTyper 3.0 (Bruker in the presence / absence of mycolactones AB / C extracted from a culture of M. ulcerans CU001 to 1 8 0 observe the effect of mycolactones on spore germination and the fungal network. Briefly, agar plates 1 8 1
were cut into T-shape, the fungal spores were placed on the middle strand, and two virgin absorbent control. The effect of Mycolactone AB/C on spore germination was then monitored as previously Wilcoxon signed rank test and Chi-squared test were used to compare the attraction effect of were positive for IS2404, six were positive for IS2606, two were positive for both IS2404 and IS2606, 2 1 5 one was positive for both IS2404 and KR-B, two were positive for both IS2606 and KR-B, one was 2 1 6 positive for all three targeted sequences and 32 samples were negative (Fig. 1) . Therefore, 6/52 (11.5%) 2 1 7 swabs were positive for at least two M. ulcerans DNA sequences. As expected, only three samples were the T-test assay (P-value: 0.013 and 0.003, respectively) ( Fig. 6 ). reported to be sufficient to initiate Buruli ulcer lesions in a murine model [29] . These observations Exploration of the skin microbiota at the interface of healthy and diseased skin is in its infancy, our study was to find significant, antiparallel associations between M. ulcerans and fungi: M. ulcerans study of more than 45,000 routine PCR tests. PloS One 2011; 6:16142. presence of PBS as a negative control (left side disk). FD1  AGAGTTTGATCCTGGCTCAG  rP2  ACGGCTACCTTGTTACGACTT  536F  CAGCAGCCGCGGTAATAC  536R  GTATTACCGCGGCTGCTG  800F  ATTAGATACCCTGGTAG  800R  CTACCAGGGTATCTAAT  1050F  TGTCGTCAGCTCGTG  1050R CACGAGCTGACGACA 2 1 species that significantly discriminated M. ulcerans-PCR positive and negative samples. 
Variable
Lambda F DDL1 DDL2 p-value Propionimicrobium lymphophilum-0 0,667 5,000 1 10 0,049 Brevundimonas diminuta-0 0,500 10,000 1 10 0,010 Pantoea dispersa-0 0,667 5,000 1 10 0,049 Penicillium rubens-0 0,667 5,000 1 10 0,049 Aspergillus flavus-0 0,286 25,000 1 10 0,001 
